File S1
Data from the heat-shock screens Gene lists are provided for non-essential genes that when deleted lead to increased or decreased resistance to 50°. Data are separately provided for cells in exponential and stationary phase. The essential gene data were obtained from the analysis of heterozygous diploids. The extent of resistance is indicated by numbers from 1 to 4 with 4 being the greatest, and for sensitivity from -1 to -4 with -4 being most sensitive.
File S1 is available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.113.007971/-/DC1
File S2
Genes that when deleted affect heat-shock resistance or sensitivity that overlap with those whose expression is altered by heat shock
Heat-shock transcript data were those of Gasch et al., 2000 for a heat shock protocol using addition of prewarmed medium for a shift from 25° to 37°; data from the 20 minute time sample. Summary table of percentage overlap for genes in each category is given below.
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